The title compound, C 18 H 11 BrF 3 NO 2 , crystallizes in the phenol-imine tautomeric form, with a strong intramolecular O-HÁ Á ÁN hydrogen bond. The dihedral angle between the naphthalene ring system and the benzene ring is 28.54 (10) .
Related literature
For biological properties of Schiff bases, see: Layer (1963) ; Ingold (1969) ; Barton & Ollis (1979) . For Schiff base tautomerism, see: Hö kelek et al. Table 1 Hydrogen-bond geometry (Å , ).
Data collection: X-AREA (Stoe & Cie, 2002); cell refinement: X-AREA; data reduction: X-RED32 (Stoe & Cie, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: WinGX (Farrugia, 2012).
intramolecular hydrogen bonds in Schiff bases, namely N-H···O in keto (NH) (Hökelek et al., 2000) and N···H-O in enol (OH) (Tüfekçi et al., 2009 ) tautomeric forms. The present X-ray investigation shows that the title compound is a Schiff base and exists in the phenol-imine form in the solid-state. An ORTEP-3 (Farrugia, 2012) plot of the molecule of (I) is shown in Fig.1 . The C2-O1 bond length of 1.335 (5) Å indicates single-bond character while the N1-C11 bond length of 1.284 (4) Å indicates double-bond character.These bond distances are comparable with those of compounds previously reported as phenol-imine (Bingöl Alpaslan et al., 2010; Soydemir et al., 2011) . The dihedral angle between the naphthalene ring system and the benzene ring is 28.54 (10)°. 
Refinement
The H atom bonded to O1 was refined freely. All other H atoms were placed in calculated positions and constrained to ride on their parent atoms, with C-H = 0.93Å and U iso (H) = 1.2 U eq (C). The molecular structure of (I), showing the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability. 
Computing details

1-{(E)-[4-Bromo-2-(trifluoromethoxy)phenyl]iminomethyl}naphthalen-2-ol
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 (5) C2-C1-C11 119.1 (3) N1-C11-C1 122.2 (4) C2-C1-C10 118.9 (3) N1-C11-H11 118.9 C11-C1-C10 121.9 (3) C1-C11-H11 118.9 O1-C2-C1 123.3 (4) C13-C12-C17 116.7 (3) O1-C2-C3 116.1 (4) C13-C12-N1 125.7 (3) C1-C2-C3 120.6 (4) C17-C12-N1 117.5 (4) C4-C3-C2 120.3 (4) C14-C13-C12 121.7 (4) C4-C3-H3 119.9 C14-C13-H13 119.2 C2-C3-H3 119.9 C12-C13-H13 119.2 C3-C4-C5 121.9 (4) C13-C14-C15 119.3 (4) C3-C4-H4 119.1 C13-C14-H14 120.3 C5-C4-H4 119.1 C15-C14-H14 120.3 C6-C5-C4 121.2 (4) C16-C15-C14 121.2 (4) C6-C5-C10 119.7 (4) C16-C15-Br1 118.8 (3) C4-C5-C10 119.0 (4) C14-C15-Br1 120.0 (3) C7-C6-C5 121.7 (4) C17-C16-C15 118.7 (4) C7-C6-H6 119.1 C17-C16-H16 120.7 C5-C6-H6 119.1 C15-C16-H16 120.7 C6-C7-C8 119.1 (4) C16-C17-C12 122.5 (4) C6-C7-H7 120.5 C16-C17-O2 119.6 (3) C8-C7-H7 120.5 C12-C17-O2 117.6 (3) C9-C8-C7 121.1 (5) F2-C18-F1 108.7 (5) C9-C8-H8 119.5 F2-C18-O2 108.6 (4) C7-C8-H8 119.5 F1-C18-O2 114.1 (4) C8-C9-C10 121.3 (4) F2-C18-F3 106.7 (4) C8-C9-H9 119.4 F1-C18-F3 105.5 (4) C10-C9-H9 119.4 O2-C18-F3 113.0 (4) C9-C10-C5 117.1 (4) C11-N1-C12 122.4 (3) C9-C10-C1 123.6 (4) C2-O1-H1 104 (4) C5-C10-C1 119.3 (4) C18-O2-C17 117.9 (3) 
